Relative abundance of partial 16S rRNA gene sequences detected from the inoculum, the culture after 8 th subculturing (labeled as 8 th subculture), and the enrichment culture obtained after serial dilution (FOKN1). The serial dilution was performed thrice in total to obtain the FOKN1 culture. Number of total sequence reads was 73,782, 38,567, and 21,752 for the inoculum, 8 th subculture, and FOKN1 culture, respectively. Relative abundance of 16S rRNA gene sequences from each bacterial genus/family is shown. Un.; uncultured.
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